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Related Sequences

Beginning in 1993, this section of the compendium turned its focus toward cellular and viral
factors that interact with HIV. Many of these factors are discussed at length by K.-T. Jeang, one of
the database editors, in the 1994 release. In this 1995 update we present amino acid sequences of
some cellular factors newly reported to interact with HIV proteins or nucleic acids. Be forewarned that
some of these claims are controversial. Moreover, it is possible that we have overlooked some cofactor
sequences, in which case upon hearing of those we will place them onto the Website (ht t p: // hi v-
web. | anl . gov) . Rajesh Krishnan and Teh Jeang at NIAID/NIH were instrumental in compiling
this collection of sequences.

Note that many of these proteins are equivocally named. RIP can mean vpR-interacting protein
or Rev-interacting protein (or repeat-induced point mutation process in an unrelated context). TAPis
used as a name for severa proteins with different functions; here TAP, also known as SF2 (splicing
factor 2) associated factor, stands for TAR-associated protein.
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HSU17969 4862 bp DNA PRI 16- DEC- 1994
Humen initiation factor el F-5A gene, conplete cds.

U17969

1 (sites)

Koettnitz, K., Wehl,T., Kappel,B., Lottspeich,F., Hauber,J. and
Bevec, D
Identification of a new nenber of the human initiation factor
el F-5A gene famly
Unpubl i shed
2 (bases 1 to 4862)
Wer ner, F
Direct Subm ssion
Subnmitted (01-DEC- 1994) Werner F., Sandoz Research Institute
M g-1r, Brunnerstrasse 59, Vienna, Austria, A-1235
The el F-5A protein (eukaryotic initiation factor 5A) is an
essential cofactor for HV Rev function (Steinkasserer et al.
CGenom cs 25: 749, 1995; Katahira et al., J.Virol. 69:3125, 1995;
Ruhl et al., J. Cell Biol. 123:1309, 1993)
NCBI gi: 602244
Location/Qualifiers
1..4862
/ or gani sme" Honp sapi ens”
/ sex="fenual "
/tissue_type="placenta"
1..125
[ nunber =1
126..1974
/ nunber =1
1975. . 2159
/ nunber =2
join(1995..2159, 3372.. 3476, 3704. . 3835, 3932. . 3994)
/ note="NCBI gi: 602245"
/ codon_start=1
/function="initiation factor"
/ evi dence=experi nent a
/ product =" el F- 5A"
/ db_xref =" Pl D: g602245"
/transl at i on=" MADDL DFETGDAGASATFPMQCSAL RKNGFVVLKGRPCKI VEMS
TSKTGKHGHAKVHL VA DI FTGKKYEDI CPSTHNVDVPNI KRNDFQLI 3 QDGYLSLL
QDSCGEVREDL RLPEGDL GKElI EQKYDCGEE! LI TVLSAMIEEAAVAI KAVAK"
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HUMRABCCF 2583 bp DNA PRI 24- AUG- 1995
Honmo sapi ens cellular co-factor (RAB) gene, conplete cds
L42025
1 (bases 1 to 2583)
Bogerd, H. P., Fridell,R A, Madore,S. and Cullen, B R
Identification of a novel cellular cofactor for the Rev/Rex class
of retroviral regulatory proteins
Cell 82 (3), 485-494 (1995)
95360992
2 (bases 1 to 2583)
Cull en, B.R
Di rect Subni ssion
Subnmitted (11-AUG 1995) Bryan R Cullen, Howard Hughes Medica
Institute and Departnent of Genetics, Duke University Medica
Center, Durham NC 27710, USA
The RAB protein (Rev/Rex activation domain-bindi ng protein) binds
to Rev and Rex activation domainds in vivo and in vitro. It appears
to enhance Rev activity, i.e., export of unspliced and singly-spliced
H V messages, when the latter is bound to RNA
NCBI gi: 945222
Location/ Qualifiers
1..2583
/ or gani sme" Honp sapi ens”
/ cl one="RAB"
/cell _I'ine="CEM SS"
/cell _type="T-cell"
/ sequenced_nol =" DNA"
<1..>2583
/ gene=" RAB"
244..1932
/ gene=" RAB"
/ note="Rev/ Rex activation domain-binding protein; NCB
gi: 945223"
/codon_start=1
[function="cel lular co-factor”
/ db_xref ="PI D. g945223"
/transl ati on=" MAASAKRKQEEKHL KM. RDMI GL PHNRKCFDCDQRGPTYVNMIV
GSFVCTSCSGSLRGLNPPHRVKSI SMITFTQQEI EFL QKHGNEVCKQ W.GLFDDRSS
Al PDFRDPQKVKEFL QEKYEKKRWYVPPEQAKVVASVHAS| SGSSASSTSSTPEVKPL
KSLLGDSAPTLHLNKGTPSQSPVVGRSQGQQREKKQFDLL SDLGSDI FAAPAPQSTAT
ANFANFAHFNSHAAQNSANADFANFDAFGQSSGSSNFGGFPTASHSPFQPQT TGGSAA
SVNANFAHFDNFPKSSSADFGTFNT SQSHQTASAVSKVSTNKAGL QTADKYAAL ANLD
NI FSAGQGGEDQGSGFGT TGKAPVGSVVSVPSQSSASSDKYAAL AEL DSVFSSAATSSN
AYTSTSNASSNVFGTVPWASAQT QPASSSVPAPFGAT PSTNPFVAAAGPSVASSTNP
FQTNARGATAATFGTASMSMPTGFGT PAPYSL PTSFSGSFQQPAFPAQAAFPQQTAFS
QQPNGAGFAAFGQTKPWTPFGQVAAAGVYSSNPFMI GAPTGQFPTGSSSTNPFL"
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HSRNANL P 2414 bp RNA PRI 17- AUG 1995
H. sapi ens nmRNA for nucl eoporin-like protein.

X89478

g950050

nucl eoporin-1like protein.

human.

Honmo sapi ens
Eukaryot ae; mtochondrial eukaryotes; Metazoa; Chordata;
Vertebrata; Osteichthyes; Sarcopterygii; Mammmalia; Eutheria;
Pri mates; Catarrhini; Hom ni dae; Hono.
1 (bases 1 to 2414)
Fritz,C.C, Zapp,ML. and G een, MR
A human nucl eoporin-like protein that specifically interacts with
H 'V Rev
Nature 376 (6540), 530-533 (1995)
95364930
2 (bases 1 to 2414)
Geen,M R
Di rect Subm ssion
Submitted (07-JUL-1995) to the EMBL/ GenBank/ DDBJ dat abases. MR
Green, Univ. of Massachusetts Medical Center, Programin Ml ecul ar
Medi ci ne, 373 Plantation Street, Wrcester, MA 01605, USA
HRI P (hurman Rev interacting protein) specifically interacts with the
H'V Rev effector domain. The hRI P is honol ogous to nucl eoporins.
NCBI gi: 950050
Location/Qualifiers
1..2414
/ or gani sm=" Honp sapi ens”
67..1755
/ note="pi d: e188464; NCBI gi: 950051"
/codon_start=1
/ product =" nucl eoporin-like protein"
/ db_xr ef =" PI D. g950051"
/ transl ati on=" MAASAKRKQEEKHL KM_ RDMT GL PRNRKCFDCDQRGPTYVNMTV
GSFVCTSCSGSLRGLNPPHRVKSI SMITFTQQEI EFL QKHGNEVCKQ W.GLFDDRSS
Al PDFRDPQKVKEFL QEKYEKKRWYVPPEQAKVWASVHAS| SGSSASSTSSTPEVKPL
KSLLGDSAPTLHLNKGTPSQSPVWGRSQGQQQEKKQFDL L SDLGSDI FAAPAPQSTAT
ANFANFAHFNSHAAQNSANADFANFDAFGQSSGSSNFGGFPTASHSPFQPQT TGGSAA
SVNANFAHFDNFPKSSSADFGTFNT SQSHQTASAVSKVSTNKAGL QTADKYAAL ANLD
NI FSAGQGGEDQGSGFGT TGKAPVGSVVSVPSQSSASSDKYAAL AEL DSVFSSAATSSN
AYTSTSNASSNVFGTVPWWASAQT QPASSSVPAPFGRTPSTNPFVAAAGPSVASSTNP
FQTNARGATAATFGTASMSMPTGFGTPAPY SL PTSFSGSFQQUPAFPAQAAFPQQTAFS
QQPNGAGFAAFGQTKPWWTPFGQVAAAGVSSNPFMI GAPTGQFPTGSSSTNPFL"
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HUMPPARGB 1811 bp mRNA PRI 01- NOv- 1995

H. sapi ens peroxi sone proliferator activated receptor ganmmm,

conpl ete cds.

L40904

1 (bases 1 to 1811)

G eene, ME., Blunberg,B., MBride,OW, Yi,HF., Kronquist, K,

Kwan, K., Hsieh,L., Geene,G and N ner,S.D.

I sol ati on of the human peroxi sonme proliferator activated receptor

gamma cDNA: expression in hematopoietic cells and chronpsonal

mappi ng

Gene Expr. 4 (4-5), 281-299 (1995)

95307078

2 (bases 1 to 1811)

Q,J.S., Desai-Yajnik,V., Geene,ME. , Raaka,B.M and Sanuels, H H

The |i gand- bi ndi ng donai ns of the thyroid hornmone/retinoid receptor
gene subfamly function in vivo to nmediate heterodinerization, gene
silencing, and transactivation

Mol . Cell. Biol. 15 (3), 1817-1825 (1995)

95166267

As reported by Desai-Yajnik and coworkers, J. Virol. 69:5103-5112, 1995,
this protein binds to thyroid hornmone response el ements (TRES)

embedded within NF-Kappa B and Spl notifs. The latter interaction, but
not the forner, is Tat-dependent, and therefore interaction with Tat is
suggested. The 50-aa N-terminal region of T3R al pha, which is said to
interact with TFIIIB, is critical for the Tat-dependent and i ndependent
effects.

Full length receptor cDNA first isolated and sequenced Jan 9 1991.
Patent applied for.

NCBI gi: 722619
Location/ Qualifiers

173..1609
/ gene=" PPARG'
[ map="3p25"
/ note="NCBI gi: 722620"
/codon_start=1
/function="ligand activated transcription factor"
/ product ="peroxi sone proliferator activated receptor
ganmm"
/ db_xref ="PI D. g722620"
/transl ati on="MIWDTElI AFWPTNFG SSVDL SVMEDHSHSFDI KPFTTVDFSS
| STPHYEDI PFTRTDPVVADYKYDLKLQEYQSAI KVEPASPPYYSEKTQL YNKPHEEP
SNSL VAl ECRVCGDKASGFHYGVHACEGCKGFFRRTI RLKLI YDRCDLNCRI HKKSRN
KCQYCRFQKCLAVGVBHNAI RFGRI AQAEKEKLLAEI SSDI DQLNPESADL RQALAKH
LYDSY! KSFPLTKAKARAI LTGKTTDKSPFVI YDIMNSLMMGEDKI KFKHI TPLQEQSK
EVAI Rl FQGCQFRSVEAVEI TEYAKSI PGFVNLDLNDQVTLLKYGVHEI | YTMLASL
MNKDGVL| SEGQGFMTREFL KSL RKPFGDFMEPKFEFAVKFNAL ELDDSDLAI FI AVI
| LSGDRPGLLNVKPI EDI QDNLLQALEL QL KLNHPESSQLFAKLLQKMIDLRQ VTEH
VQLLQVI KKTETDVSLHPLLQEI YKDLY"

pol yA site 1811

/ gene="PPARG'
[ map="3p25"
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HSU18543 2424 bp MRNA PRI 07- APR- 1995
Human zinc-finger protein nRNA, conplete cds.
u18543

1 (bases 1 to 2424)
Fridell ,R A, Harding,L.S., Bogerd, H P. and Cullen,B. R
Identification of a novel human zinc finger protein that specifically
interacts with the activation domain of lentiviral Tat proteins.
Virol ogy 209: 347-357 (1995)
2 (bases 1 to 2424)
Fridell, R A
Di rect Subni ssion
Submitted (13-DEC-1994) Robert A Fridell, Genetics, Howard Hughes
Medi cal Institute at Duke Univ. Medical Center, DUMC, Durham NC
27710, USA
The Tat activation domain, a functionally-conserved region conprising
cysteine-rich notifs, interacts with this human zinc finger protein
desi gnat ed HT2A. HT2A, a nuclear protein, is also found to interact
with HV-2 and ElI AV Tat activation domains in vivo, according to [1].
HT2A is a nmenber of the C3HC4 family of zinc finger proteins.
NCBI gi: 758422
Location/ Qualifiers
1..2424
/ cl one="HT2A"
/ or gani sn="Hono sapi ens”
111..2072
/ note="NCBI gi: 758423"
/ codon_start=1
/ product ="zi nc-finger protein"
/ db_xref ="PI D. g758423"
/transl ati on=" MAAAAASHL NLDAL REVLECPI CVESI TEEQLRPKLLHCGHTI C
RQCLEKLLASSI NGVRCPFCSKI TRI TSLTQLTDNLTVLKI | DTAGLSEAVGLLMCRS
CGRRLPRQFCRSCGL VL CEPCREADHQPPGHCT L PVKEAAEERRRDFCGEKL TRLRELM
GEL QRRKAAL EGVSKDL QARYKAVL QEYGHEERRVQDEL ARSRKFFTGSLAEVEKSNS
QVVEEQSYLLNI AEVQAVSRCDYFLAKI KQADVAL LEETADEEEPEL TASLPRELTLQ
DVEL LKVGHVGPLQ GQAVKKPRTVNVEDSWAMEATASAAST SVTFRENMDVSPEEVWA
SPRASPAKQRGPEAASNI QQCL FLKKMGAKGSTPGVFNL PVSL YVTSQGEVLVADRGN
YRI QUVFTRKGFLKEI RRSPSG DSFVLSFLGADLPNLTPLSVAMNCQGLI GVTDSYDN
SLKVYTLDGHCVACHRSQL SKPWE TAL PSGQFVWTDVEGEKLWCFTVDRGSGVYVKYS
CLCSAVRPKFVTCDAEGTVYFTQGLGLNLENRQNEHHL EGGFSI GSVGPDGQLGRQ S
HFFSENEDFRCI AGMCVDARGDL | VADSSRKEI LHFPKGGGYSVLI REGLTCPVA AL
TPKGQLLVLDCWDHCI KI YSYHLRRYSTP"
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HUMSF2P33 1428 bp MRNA PRI 24- NOV- 1993
Human SF2p33 nRNA, conpl ete cds.
M69040

1 (bases 1 to 1428)

Krai ner, A R, Mayeda, A, Kozak,D. and Binns, G

Functi onal expression of cloned human splicing factor SF2: honol ogy
to RNA-bi nding proteins, Ul 70K, and Drosophila splicing regulators
Cell 66, 383-394 (1991)

91309150

SF2p33 is an essential pre-nmRNA splicing factor, which

can also affect alternative 5 splice site selection in vitro by
stimulating the use of proximal 5 splice sites.

(Krainer, AR, Conway, G C., and Kozak, D. (1990) Purification and
Characterization of SF2, a Human Pre-nRNA Splicing Factor. Genes
Dev. 4, 1158-1171; Krainer, A R, Conway, G C., and Kozak, D

(1990) The Essential Pre-nmRNA Splicing Factor SF2 Influences 5'
Splice Site Selection by Activating Proximal Sites. Cell 62,

35-42). This factor is also known as ASF (Ge, H, and

Manl ey, J.L. (1990) A protein Factor, ASF, Controls A ternative
Splicing of SV40 Early Pre-mRNA In Vitro. Cell 62, 25-34). SF2 p33
consi sts of two pol ypepti des of apparent nol ecul ar wei ght 33 kd,
approxi mately, although their predicted nol ecul ar weight is 27,744
daltons. The two forms appear to differ by the extent of
post-transl ati onal nodification, which includes phosphoryl ation.
SF2p33 binds RNA and pronotes the annealing of conplenentary RNAs.
It is required for assenbly of pre-spliceosone conpl exes. The
N-term ni of the HeLa pol ypepti des are bl ocked.

While the p32 (or p33) protein copurifies with SF2, there is no
evidence to date that it functions as a splicing factor; rather, it
appears to be identical to a protein named TAP (tat-associated protein
Yu et al., J. Virol. 69:3007, 1995). The same protein, naned as YL2,
earlier was thought to nodulate Rev (Luo et al., J. Virol. 68:3850
1994).

NCBI gi: 338046
Location/ Qualifiers
1..1428
/ organi sm" Honp sapi ens"
/ sex="femal e"
<1..124
125..871
/note="NCBI gi: 338047"
/codon_start=1
[function="pre-nmRNA splicing factor"
/ product =" SF2p33"
/ db_xref =" Pl D g338047"
/transl ati on=" M5GGEGVI RGPAGNNDCRI YVGNLPPDI RTKDI EDVFYKYGAI RD
| DLKNRRGGPPFAFVEFEDPRDAEDAVYGRDGYDYDGYRL RVEFPRSGRGT GRGGGGG
GGGGAPRGRYGPPSRRSENRVWWSGEL PPSGSWQDL KDHVREAGDVCYADVYRDGT GVW
EFVRKEDMTI YAVRKL DNTKFRSHEGETAYI RVKVDGPRSPSYGRSRSRSRSRSRSRSR
SNSRSRSYSPRRSRGSPRYSPRHSRSRSRT"
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HSMNSCD 977 bp RNA PRI 12- NOV- 1990
Human mRNA for nangano- superoxi de di smutase (IMh- SCD) .

X14322

1 (bases 1 to 977)

Wspe,J.R, Cark,J.C, Burhans,MS., Kropp,K E., Korfhagen, T.R
and Wi tsett, J. A

Synt hesi s and processing of the precursor for human

mangano- super oxi de di snut ase

Bi ochi m Bi ophys. Acta 994 (1), 30-36 (1989)

89076921
St eady-state levels of MN-SOD nRNA are |ower in HeLa-tat cell lines
than in parental lines and enzynme activity is reduced by about 50%

The tat effect is not seen with Cu- and Zn-dependent SODs. As a
consequence, HelLa-tat cells show signs of oxidative stress (Flores
et al., PNAS 90:7632,1993).
NCBI gi: 34706

Location/ Qualifiers

1..977
/ or gani sme" Hono sapi ens”
/tissue_type="Iliver"

/clone_lib="lanbda gt 11"
/ cl one="1 anbda 105"
1..977

/ gene=" Mh- SOD"

/ evi dence=experi nent al

transit_peptide 96..167

CDS

/ gene="Mn- SOD"

/ evi dence=experi nment al

96..764

/ gene="Mh- SOD"

/ not e="NCBI gi: 34707"

/codon_start=1

/ product =" Manganese super oxi de di snut ase"

/ db_xr ef ="PI D: g34707"

/transl ati on=" M.SRAVCGT SRQLAPAL GYL GSRQKHSLPDLPYDYGALEPH NA
Q MLHHSKHHAAYVNNLNVTEEKYQEAL AKGDVTAQT AL QPALKFNGGGH! NHSI FW
TNLSPNGGGEPKCGEL L EAI KRDFGSFDKFKEKL TAASVGVQGSGWGW. GFNKERGHL Q
| AACPNQDPLQGTTGLI PLLG DVWEHAYYL QYKNVRPDYLKAI VWWVI NVENVTERYM
ACKK"

mat _pepti de 168..761

/ gene=" Mh- SOD"
/ evi dence=experi nent al
/ product =" Manganese superoxi de di snut ase”
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HUVHI P116A 3418 bp MRNA PRI 25- MAY- 1995
Human ATPase, DNA-bi nding protein (H P116) nRNA, 3' end.
L34673

1 (bases 1 to 3418)

Sheridan, P.L., Schorpp,M, Voz, ML. and Jones, K A

Cloning of an SNF2/ SW2-rel ated protein that binds specifically to
the SPH notifs of the SV40 enhancer and to the H V-1 pronoter

J. Biol.
95181452
This protein binds to the TATA/i nhibitor

Chem 270 (9), 4575-4587 (1995)

region of the H V-1 pronoter.

HIP116

It contains a C3hC4 zinc-finger notif interspersed between ATPase notifs.
The aut hors speculate that this protein can affect transcription by
acting as a DNA-bindi ng ATPase.

NCBI

gi:

531195

Location/ Qualifiers
1..3418
/ or gani sme" Honp sapi ens”
/cell _Iine="HeLa S3"
/ sequenced_nol ="cDNA t o nRNA"
1..177
1..3418
178.. 3207

/ gene="HI P116"

/ not e="SNF2/ SW 2-rel at ed protein; DNA-binding protein;

NCBI gi: 531196"

/codon_start=1

/function="putative transcription factor"

/ product =" ATPase"

/ db_xref ="PI D: g531196"

/transl ati on=" MSWWMFKRDPVWKYL QTVQYGVHGNFPRLSYPTFFPRFEFQDVI P
PDDFL TSDEEVDSVL FGSL RGHVWGLRYYTGVVNNNEMVAL QRDPNNPYDKNAI KVNN
VNGNQVGHL KKELAGALAY! MDNKLAQ EGVVPFGANNAFTMPL HMI FWGKEENRKAYV
SDQLKKHGFKL GPAPKT L GFNL ESGWGSGRAGPSYSMPVHAAVQMT TEQLKTEFDKL F
EDL KEDDKTHEMEPAEAI ETPL L PHQKQAL AWWSRENSKEL PPFWEQRNDLYYNTI T
NFSEKDRPENVHGG LADDMGLGKTLTAI AVI LTNFHDGRPLPI ERVKKNLLKKEYNV
NDDSMKL GGNNTSEKADGL SKDASRCSEQPSI SDI KEKSKFRVBEL STSRPKRRKTAV
QY1 ESSDSEEI ETSEL PQKVKGKLKNVQSETKGRAKAGSSKVI EDVAFACALTSSVPT
TKKKMLKKGACAVEGSKKTDVEERPRTTLI | CPLSVLSNW DQFGQHI KSDVHLNFYV
YYGPDRI REPALLSKQDI VLTTYNI LTHDYGTKGDSPLHSI RWLRVI LDEGHAI RNPN
AQQTKAVLDLESERRW/LTGTPI QNSLKDLWSL L SFLKLKPFI DREVWAHRTI QRPVTM
GDEGGELRRLQSLI KNI TLRRTKTSKI KGKPVLELPERKVFI QHI TLSDEERKI YQSVK
NEGRATI GRYFNEGTVLAHYADVLGLLLRLRQ CCHTYLLTNAVSSNGPSGNDTPEEL
RKKLI RKMKLI LSSGSDEECAI CLDSLTVPVI THCAHVFCKPCI CQVI QNEQPHAKCP
LCRNDI HEDNL L ECPPEEL ARDSEKKSDIVEWT SSSKI NAL VHAL TDL RKKNPNI KSLV
VSQFTTFLSLI El PLKASGFVFTRLDGSMAQKKRVESI QCFONTEAGSPTI MLLSLKA
GGVGELNL SAASRVFL MDPAVWNPAAEDQCFDRCHRL GQKQEVI | TKFI VKDSVEENMLK
| QNKKREL AAGAFGT KKPNADEMKQAKI NEI RTLI DL"
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HHV6DR 3927 bp DNA VRL 22- DEC- 1994
Humen Her pesvirus Type 6 DNA
X73675

1 (bases 1 to 3927)
Thonpson, J., Choudhury, S., Kashanchi, F., Doniger,J., Berneman, Z.,
Frenkel , N. and Rosent hal , L. J.
A transformng fragment within the direct repeat region of human
herpesvirus type 6 that transactivates H V-1
Oncogene 9 (4), 1167-1175 (1994)
94181269
2 (bases 1 to 3927)
Thonpson, J. T.
Di rect Subm ssion
Subnmitted (28-JUN-1993) to the EMBL/ GenBank/ DDBJ dat abases. J.T.
Thonpson, Ceorgetown University Medical Center, Dept of
M crobi ol ogy, 3900 Reservoir Rd NW Wshi ngton DC 20007, USA
Of 1 of HHV-6 product, 357 aa, transactivates H V-1 LTR by 10- to
15-fold. Mninmal pronoter el enents are involved. See Kashanchi et al.,
Virol ogy 201:95,1994. Only the translation of Of 1 of this 3927 cds
i s shown bel ow.
NCBI gi: 469952
Location/ Qualifiers
1..3927
[ organi sm="Human her pesvirus type 6"
[variety="U1102"
/ cl one="pNF1022"
/[ map="DRL & UNI QUE j unction"
903..1976
/note="ORF1; NCBI gi: 469953"
/codon_start=1
[ db_xref ="PI D. g469953"
/transl at i on=" MRHLPFHGVPLRVQVFCAFF|I RSETTDKNKATPTI TFMVSCCFV
W/KRLFYRVGRI HHVQSLTYARPI TALDSCL YVCCGYGEKL QPVGFVKSYVTNSQLDT
LRVLLVGKDGAVYVHHVRAARL CRLASSTTEFTRRGL QRDAVTYEEDL EL PDORMCGT
NARHL FDVI AAAADEHNL L TVGGEL CQTHAGVSCNL L ETVGDPWIAVPAARMI L TVPQV
QYRLWPEARRDL RRHL YAGHPL GPW.VCGVL SRERETQKPSPPI RTTVG\VPTPGPRE
VEI AWWLTLAGPLLAFWPDTGKI CRLANSFSTLVWKMGPRAMRGHWIY SAPGRHL PGD
AWPL CEHVRPQVGKL PRKRAYLD'

1V-10
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REFERENCE
AUTHORS
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JOURNAL
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source

CDS

TDP43

HSU23731 1245 bp MRNA PRI 19- JUL- 1995
Human TAR DNA- bi ndi ng protein-43 nmRNA, conpl ete cds.
u23731

1 (bases 1 to 1245)
Qu,S.H, Wi,F., Harrich,D., Garcia-Martinez,L.F. and Gaynor, R B.
Cloning and characterization of a novel cellular protein, TDP-43,
that binds to human i nmunodefi ciency virus type 1 TAR DNA sequence
notifs
J. Virol. 69 (6), 3584-3596 (1995)
95264449
2 (bases 1 to 1245)
Qu,S.-H. 1.
Di rect Subm ssion
Subnmitted (27-MAR-1995) S.-H. I. Qu, Internal Medicine, University
of Texas Southwestern, 5323 Harry Hines Blvd., Dallas, TX 752009,
USA
TDP-43 is a Tar DNA-binding protein of weight 43 kDa. It is said to bind
to pyrimdine-rich notifs in the DNA and not to Tar RNA. It represses in
vitro transcription in the presence and absence of Tat by apparently
altering transcription conpl exes.
NCBI gi: 901997
Location/ Qualifiers
1..1245
/ or gani sn="Hono sapi ens”
/cell _|ine="HelLa cells"
1..1245
/note="TDP-43 binds to H V-1 LTR TAR DNA regi on and can
repress H V-1 transcription; TDP-43; NCBlI gi: 901998"
/codon_start=1
/ product =" TAR DNA- bi ndi ng protein-43"
/ db_xref ="PI D. g901998"
/transl ati on=" MSEYl RVTEDENDEPI El PSEDDGTVLLSTVTAQFPGACGELRYR
NPVSQCVMRGVRLVEG LHAPDAGAGNL VYVVNYPKDNKRKIVDET DASSAVKVKRAVQK
TSDLI VLA PWKTTEQDLKEYFSTFGEVL MWQVKKDL KTGHSKGFGFVRFTEYETQVK
VVBQRHM DGRWCDCKL PNSKQSQDEPL RSRKVFVGRCT EDMTI EDEL REFFSQYGDVM
DVFI PKPFRAFAFVTFADDQ AQSLCGEDLI | K@ SVH SNAEPKHNSNRQLERSGRF
GGN\PGG-GNQGGFGNSRGGGAGL GNNQGSNMGEGEWNFGAFST NPAMVAAAQAAL QSSW
GVMGML ASQENQSGPSGNNQNQGNMOREPNQAFGSCNNSYSGSNSGAAI GAGSASNAG
SGSGFNGGFGSSMDSKSSGAGM!

IV-11
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PKR

LOCUS

DEFI NI TI ON

ACCESSI ON

REFERENCE
AUTHORS
TITLE

JOURNAL
MEDLI NE
REFERENCE
AUTHORS
TITLE

JOURNAL
MEDLI NE
REFERENCE
AUTHORS
TI TLE
JOURNAL

COMVENT

FEATURES
source

CDS

HUMPEI F2A 2392 bp MRNA PRI 24- MAY- 1994
Human P1l/ el F-2a protein kinase nRNA, conplete cds.
MB5294

1 (bases 1 to 2392)
Thonmi s, D. C., Doohan, J.P. and Sanuel, C. E.
Mechani sm of interferon action: cDNA structure, expression, and
regul ation of the interferon-induced, RNA-dependent Pl/elF-2 al pha
protein kinase from human cells
Virol ogy 188 (1), 33-46 (1992)
92230231
2 (sites)
McCor nack, S.J., Thom s, D.C. and Sanuel, C E.
Mechani sm of interferon action: identification of a RNA binding
domain within the N-terminal region of the human RNA-dependent
P1l/ el F-2 al pha protein kinase
Virol ogy 188 (1), 47-56 (1992)
92230247
3 (bases 1 to 2392)
Sanuel , C. E.
Di rect Subm ssion
Subnmitted (04-JUN- 1992) Charles E. Sanuel, Department of Biol ogy,
University of California, Santa Barbara, CA 93106, USA
Thi s doubl e-stranded RNA-dependent enzyne is called PKR, DAI, or dsl
ki nase. Wien induced by interferon and activated by RNA, phosphoryl -
ation of the al pha subunit of elF-2 by this Pl/elF-2a protein kinase
|l eads to inhibition of protein synthesis initiation. PKR binds TAR
(Maitra et al., Virol. 204:823,1994; Silvastra et al., J. Biol. Chem
270:16619, 1995; Cdenens et al., Biochenmie 76:770, 1994) and Tat
(MMIllan et al., Virol. 213:413,1995).
NCBI gi: 189781
Location/Qualifiers
1..2392
/ organi sm=" Hono sapi ens"
31..1686
/ gene="Pl/ el F-2a protein kinase"
/ note="NCBI gi: 189782"
/codon_start=1
/ product ="P1/ el F-2a protein kinase"
/ db_xref="PI D. g189782"
/transl ati on=" MAGDL SAGFFMEELNTYRQKQGVVLKYQEL PNSGPPHDRRFTFQ
VI | DGREFPEGEGRSKKEAKNAAAKL AVEI LNKEKKAVSPLLLTTTNSSEG. SMGNYI
GLI NRI AQKKRLTVNYEQCASGVHGPEGFHYKCKMGQKEYSI GTGSTKQEAKQLAAKL
AYLQ LSEETSVKSDYLSSGSFATTCESQSNSLVTSTLASESSSEGDFSADTSEI NSN
SDSLNSSSL L MNGL RNNQRKAKRSL APRFDL PDVKETKYTVDKRFGVDFKEI ELI GSG
GFGQVFKAKHRI DCKTYVI KRVKYNNEKAEREVKAL AKL DHVNI VHYNGCWDGFDYDP
ETSDDSL ESSDYDPENSKNSSRSKTKCL FI QVEFCDKGTLEQWN EKRRGEKL DKVLAL
ELFEQ TKGVDYI HSKKLI HRDLKPSNI FLVDTKQVKI GDFGLVTSLKNDGKRTRSKG
TLRYMSPEQ SSQDYGKEVDLYALGLI LAELLHVCDTAFETSKFFTDLRDG | SDI FD
KKEKTLLQKLLSKKPEDRPNTSEI LRTLTVWKKSPEKNERHTC"'

1V-12
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49kDA

HUMA9KDA 2201 bp MRNA PRI 30- NOV- 1995
Human 49 kDa protein nmRNA, conpl ete cds.
L22009

1 (bases 1 to 2201)
Honore, B., Rasnussen,H H., VorumH., Dejgaard, K, Liu, X,
G onov, P., Madsen, P., Gesser,B., Tomerup,N. and Celis, J.E.
Het er ogeneous nucl ear ribonucl earproteins H H, and F are nenbers
of a ubiquitously expressed subfam |y of related but distinct
protei ns encoded by genes napping to different chronpsones
J. Biol. Chem 270 (48), 28780-28789 (1995)
Reported to be an RRE-binding protein by Xu et al., J. Bioned. Sci.
in press, 1996 (Wng-Staal, UCSD, La Jolla, Ca.).
NCBI gi: 347313
Location/Qualifiers
1..2201
[ or gani sme" Hono sapi ens”
/cell _line="MRC-5 V2"
/cell _type="Fibrobl ast"
/ sequenced_nol ="cDNA t o nRNA"
/tissue_lib="lanbda ZAP I1"
73..1422
/ note="49 kDa protein; NCBl gi: 347314"
/codon_start=1
/ db_xref ="PI D. g347314"
/transl ati on=" MMLGTEGCEG-VVKVRGL PWSCSADEVQRFFSDCKI QNGAQG R
FI YTREGRPSCGEAFVEL ESEDEVKL AL KKDRET MGHRYVEVFKSNNVENVDW/L KHT GP
NSPDTANDGFVRLRGLPFGCSKEEI VQFFSGLEI VPNG TLPVDFQGRSTGEAFVQFA
SQEI AEKALKKHKERI GHRY! ElI FKSSRAEVRTHYDPPRKL MAMORPGPYDRPGACGRG
YNSI GRGAGFERVRRGAYGGGYGGYDDYNGYNDGY GFGSDRFGRDL NYCFSGVSDHRY
GDGGSTFQSTTGHCVHVRGLPYRATENDI YNFFSPLNPVRVHI EI GPDGRVTGEADVE
FATHEDAVAANSKDKANMOHRYVEL FLNSTAGASGGAYEHRYVEL FLNSTAGASGGAY

GSQWWIGGVEL SNQSSYGGPASQQL SGGYGGEGY GEESMSGYDQVL QENSSDFQSNI A"

1V-13
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HSU38847 5173 bp mRNA PRI 14- FEB- 1996

Human TAR RNA | oop binding protein (TRP-185) nRNA, conpl ete cds.

u38847

1 (bases 1 to 5173)

Wi- Baer, F., Lane, WS. and Gaynor, R B.

The cel lular factor TRP-185 regul ates RNA polynerase ||l binding to

H V-1 TAR RNA

EMBO J. 14, 5995-6009 (1995)

2 (bases 1 to 5173)

Wi- Baer, F. and Gaynor, R B.

Di rect Subni ssion

Submitted (17-0OCT-1995) Foon Wi-Baer, Internal Medicine, UT

Sout hwestern Medi cal Center, 5323 Harry Hines Blvd., Dallas, TX

75235- 8594, USA

Trpl85 binds to TAR RNA and thereby nodul ates the binding of RNA

pol ynerase 11 [1].

NCBI gi: 1184691

Location/ Qualifiers

1..5173
/ organi sm" Honp sapi ens"
1..4866
/ gene="TRP- 185"
/ not e="Met hod: conceptual translation supplied by author.;
TRP-185; NCBI gi: 1184692"
/codon_start=1
/ product =" TAR RNA | oop bi ndi ng protein"
/ db_xref="PI D: g1184692"
/transl ati on=" MEW/LAEALL SQSRDPRAL L GAL CQGEASAERVETLRFLLQRLE
DEEARGSGGAGAL PEAAREVAAGYL VPL L RSL RGRPAGGPDPSL QPRHRRRVL RAAGA
ALRSCVRLAGRPQLAAAL AEEAL RDLLAGARAPGAEAAVEVL AAVGPCL RPREDGPL L
ERVAGTAVAL AL GGGGDGDEAGPAEDAAAL VAGRL L PVL VQCGGAAL RAVWGGL AAPG
ASL GSGRVEEKL L VL SAL AEKL L PEPGGDRARGAREAGPDARRCVWRFWRTVQAGL GQA
DAL TRKRARYL L QRAVEVSAEL GADCT CGPQEGNGPSL FWASERKKDEL L KFWENY! L
| METLEGNQ HVI KPVLPKLNNLFEYAVSEENGCW. FHPSWHMCI YKRMFESENKI LS
KEGVI HFLELYETKI LPFSPEFSEFI | GPLMDAL SESSL YSRSPGQPI GSCSPLGLKL
QKFLVTYI SLLPEEI KSSFLLKFI RKMIT'SRHWCAVPI LFLSKALANVPRHKALG DGL
LALRDVI HCTM THQ LLRGAAQCYLLQTAMNLLDVEKVSLSDVSTFLMSLRQEESLG
RGTSLWIEL CDW.RVNESYFKPSPTCSSI GLHKTSLNAYVKSI VQEYVKSSAWETGEN
CFMPDWFEAKL VSL MWL LAVDVEGVKTQYSGKQRTENVLRI FLDPLLDVLMKFSTNAY
MPLLKTDRCLQLLLKLLNTCRLKGSSAQDDEVSTVLQNFFMSTTESI SEFI LRRLTIMN
ELNSVSDLDRCHLYLMLTELI NLHLKVGAKRGNPI V\RVI SLLKNASI QHL QEMDSGQ
EPTVGSQ QRVVSVAAL AMVCEAI DQKPEL QL DSLHAGPLESFLSSLQNQILQKPHA
EEQSSYAHPLECSSVLEESSSSQGACKI VAQY! HDQW/CLSFLLKKYHTLI PTTGSEI
LEPFLPAVQVPI RTLQSALEALTVLSSDQVLPVFHCLKVLVPKLLTSSESLCI ESFDM
AVKI | SSLSNTQLI FWANL KAFVQFVFDNKVLTI AAKI KGQAYFKI KEI MYKI | EMBA
| KTGVFNTLI SYCCQSW VSASNVSQGSL SSAKNYSEL | LEACI FGTVFRRDQRLVQD
VQTFI ENLGHDCAANI VMENTKREDHYVRI CAVKFLCLLDGSNVSHKLFI EDLAI KLL
DKDEL VSKSKKRYYVNSL QHRVKNRVWAQTLLVLFPRLDQNFLNG | DRI FQAGFTNNQ
ASI KYFI EW | | LI LHKFPQFLPKFWDCFSYGEENLKTSI CTFLAVLSHLDI | TONI P
EKKLI LKQALI WL QACFNHNFSVRL YALVAL KKLWI'VCKVL SVEEFDALTPVI ESSL
HQVESMHGAGNAKKNWORI QEHFFFATFHPLKDYCLETI FYI LPRLSG.|I EDEW TI D
KFTRFTDVPLAAGFQAYL SQT QL SKL KPGDWSQQDI GTNLVEADNQAEWIDV(XKKI | P
VWNSRVSDLDLELLFQDRAARLCGKSI SRLI WASLI DKPTNLGGLCRTCEVFGASVLW
GSLQCI SDKQFQHLSVSAEQNLPLVEVKPPQLI DYLQQKKTEGYTI | GVEQTAKSLDL
TQYCFPEKSLLLLGNEREGQ PANLI QQLDVCVEI PQQGE | RSLNVHVSGALLI VEYTR
QQLLSHGDTKP"

1V-14
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RANTES

LOCUS HUMTCSM 1160 bp mRNA PRI 15- JUN- 1989
DEFINI TION Human T cell-specific protein (RANTES) nRNA, conplete cds.
ACCESSI ON Me1121
REFERENCE 1 (bases 1 to 1160)
AUTHORS Schall,T.J., Jongstra,J., Dyer,B.J., Jorgensen,J., Cayberger,C.,
Davis,M M and Krensky, A M
TI TLE A human T cell-specific nolecule is a nmenber of a new gene famly
JOURNAL J. Immunol. 141, 1018-1025 (1988)
MEDLI NE 88285659
COMVENT A chenokine that is found to be a suppressive factor for H 'V (Cocchi
and coworkers, Science 270:1811, 1995). See al so M P1A and M P1B.
Draft entry and conputer-readabl e sequence for [1] kindly provided
by A M Krensky, 24-QOCT-1988.
NCBI gi: 339420
FEATURES Location/ Qualifiers
source 1..1160
/ or gani sme" Honp sapi ens”
CDs 27..302
/note="T cell-specific protein precursor; NCBI gi:
339421"
/codon_start=1
/ db_xref =" Pl D: g339421"
/transl ati on="MKVSAARLAVI LI ATALCAPASASPYSSDTTPCCFAYI ARPLPR
AHI KEYFYTSGKCSNPAVWFVTRKNRQVCANPEKKW/REY! NSLEMS"
si g_peptide 27..95
/note="T cell-specific protein signal peptide"
/ codon_start=1
mat _pepti de 96. . 299
/note="T cell-specific protein"
/codon_start=1
repeat _region 450. . 950

/I note="Alu-rel ated repeats"

1V-15
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MIP1A

LOCUS HUWM P1A 775 bp mRNA PRI 28- OCT- 1992
DEFI NI TION  Human nacrophage inflanmmatory protein (Q0S19-1) nRNA, conpl ete cds.
ACCESSI ON  M23452
REFERENCE 1 (bases 1 to 775)
AUTHORS Blum S., Forsdyke, R E. and Forsdyke, D. R
TI TLE Three human honol ogs of a nurine gene encoding an inhibitor of stem
cell proliferation
JOURNAL DNA Cell Biol. 9, 589-602 (1990)
MEDLI NE 91103879
COMVENT A chenokine that is found to be an H V suppressive factor (Cocchi et
al ., Science 270:1811, 1995). See al so RANTES and M P1B (sequence not
avail able for the latter).
Draft entry and conputer-readabl e sequence for
[1] kindly submtted
by D. R Forsdyke, 30-JUN-1989.
The (0S19 genes are nenbers of the 'small inducible famly of
genes. The @0S19-1 product is honol ogous to the al pha subunit of
the murine cytokine MPL.
NCBI gi: 188558
FEATURES Location/Qualifiers
source 1..775
/ or gani sme" Honp sapi ens”
/cel |l _type="peripheral |ynphocyte"
/ sequenced_nol ="cDNA t 0o mRNA"
si g_peptide 84..143
/ not e="@0S19-1 peptide signal peptide"
/ codon_start=1
CDS 84..362
/ not e="@0S19-1 peptide precursor; NCBI gi: 188559"
/codon_start=1
/ db_xref ="PI D. g188559"
/transl ati on=" MQVSTAALAVLLCTMAL CNQFSASLAADTPTACCFSYTSRQ PQ
NFI ADYFETSSQCSKPGVI FLTKRSRQVCADPSEEW/QKYVSDLEL SA"
mat _peptide 144. . 359

/ note="(@0S19-1 peptide"”
/codon_start=1

IV-16
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UNG

HSUDGM 1224 bp RNA PRI 12- SEP- 1993
Human mRNA for uracil-DNA gl ycosyl ase.
X52486

1 (bases 1 to 1224)

Car adonna, S. J.

Di rect Subni ssion

Submitted (06- MAR-1990) to the EMBL/ GenBank/ DDBJ dat abases.
Caradonna S.J., University of Med. and Dent. of New Jersey, Dept of
Bi ochemi stry, 675 Hoes Lane, Piscataway New Jersey 08854, U S A

2 (bases 1 to 1224)

Mul ler,S.J. and Caradonna, S.

I solati on and characterization of a human cDNA encodi ng uracil-DNA
gl ycosyl ase

Bi ochi m Bi ophys. Acta 1088 (2), 197-207 (1991)

91159471

The uracil DNA glycosylase is an HV vpR-bi nding protein (Bonhandan
et al., J. Virol 70:697,1996).

Data kindly reviewed (07-NOV-1990) by Miuller S. J.

NCBI gi: 37586

Location/Qualifiers
1..1224
/ or gani sme" Honp sapi ens”
[cell _type="T-cell"
/cell _I'ine="Jurkat"
/clone_lib="I]anbda gt11"
/ chr onosome="5"
80. . 1060
/I note="uracil -DNA gl ycosyl ase; NCBlI gi: 37587"
/codon_start=1
/ db_xr ef =" PI D; g37587"
/transl ati on=" MEPLPSFELLSPLREVTL YDAL CTAPGPNPGVPAQQRARSVSSFH
CVSLSELFLPLSWEAPRFFLAL PSLPQLPLHPKPSGPASPPPSRQVTAESRCKLL SW.
| PVHRQFGLSFESLCLTVNTLDRFLTTTPVLQTASSCL GSPPCSSL ANRWRCT RRAVK
QL LAL CCGAFSRQQLCNLECI RAAQAALHPGCATI SFFLTFQHLL SAARPPKLWKRKP
WRRGVAEL SLADYAFTSYSPSLLAI CCLALADRM.RLAARGLATGRPPGGGAGE. YGQ
VAAAGGHKQYFL DSHAARSDL REVQPAPELEI KQI LRFLLVPGPAAGPLP"

IV-17
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p56lck

LOCUS HSU23852 2129 bp mRNA PRI 29- NOv- 1995
DEFI NI TION Human T-1ynphocyte specific protein tyrosine ki nase p56l ck (Ick)
abberant nRNA, conpl ete cds
ACCESSI ON  U23852
REFERENCE 1 (bases 1 to 2129)
AUTHORS Vogel ,L.B. and Fujita,D.J.
TI TLE The SH3 domain of p56lck is involved in binding to
phosphatidylinositol 3'-kinase fromT |ynphocytes
JOURNAL  Mol. Cell. Biol. 13 (12), 7408-7417 (1993)
MEDLI NE 94067101
REFERENCE 2 (bases 1 to 2129)
AUTHORS Vogel ,L.B. and Fujita,D.J.
TI TLE p70 phosphorylation and binding to p56lck is an early event in
i nterleukin-2-induced onset of cell cycle progression in
T- | ynphocyt es
JOURNAL J. Biol. Chem 270 (6), 2506-2511 (1995)
MEDLI NE 95155308
REFERENCE 3 (bases 1 to 2129)
AUTHORS  Vogel ,L.B., Arthur,R and Fujita,D.F.
TI TLE An abberant Ick nRNA in two human T-cell I|ines
JOURNAL Bi ochi m Bi ophys. Acta 1264, 168-172 (1995)
REFERENCE 4 (bases 1 to 2129)
AUTHORS Vogel ,L.B., Arthur,R and Fujita,D. F.
TI TLE Di rect Submi ssion
JOURNAL Subnmitted (31- MAR-1995) Lee B. Vogel, Devel opnental Biology, CNRS
Station Biol ogi que, Place Georges-Teissier, Roscoff 29680, France
COMVENT P56l ck binds to both the 27 kDa and the 25 kDa isofornms of H V-1
nef. Nef appears to interfere with the activation of p56lck. (G eenway
et al., J. Virol. 69:1842,1995). Note that this sequence is aberrant.
NCBI gi: 775207
FEATURES Location/Qualifiers
source 1..2129
/ organi sm=" Hono sapi ens"
/cell _I'ine="Molt-4"
/cell _type="T-1ynphocyte"
/ chr onosone="1"
[/ map="1p35- p32"
CDs 60..1151

/ gene="1 ck"

/note="truncated formof T-I|ynphocyte-specific protein
tyrosi ne ki nase p56l ck; this abberant nessage encodi ng
primarily the SH2 and SH3 domai ns of p56l ck was observed
by nothern hybridization and PCR anplification in poly-A
sel ected RNA fromtwo human | eukenmic T-cell lines. NCB
gi: 775208"

/codon_start=1

/ product =" p56l ck"

/ db_xref="PI D. g775208"

/transl ati on="MGCGCSSHPEDDWVENI DVCENCHYP! VPLDGKGTLLI RNGSEV
RDPLVTYEGSNPPASPLQDNLVI ALHSYEPSHDGDL GFEKGEQLRI L EQSGEWNKAQS
LTTGQEGFI PFNFVAKANSL EPEPWFFKNL SRKDAERQLLAPGNTHGSFLI RESESTA
GSFSL SVRDFDQNQGEVVKHYKI RNLDNGGFYI SPRI TFPGLHEL VRHYTNASDGL CT
RL SRPCQT QKPQKPVWAEDEVEVPRET L KL VERL GAGQF GEVMWGY YNGHTKVAVKSLK
QGSMBPDAFL AEANL MKQL QHQRL VRL YAWTQEP! YI | TEYMENGSLVDFLKTPSG

KLTI NKLLDMAAQVRRL GRGAGQGNRPVT"

1V-18
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HSP53G 20303 bp DNA PRI 23- APR- 1992
Humman p53 gene for transformation related protein p53 (also called
transformati on-associ ated protein p53, cellular tumor antigen p53,
and non-viral tumour antigen p53).

X54156

1 (bases 1 to 20303)

Chumakov, P. M

Di rect Subni ssion

Submitted (02- AUG 1990) to the EMBL/ GenBank/ DDBJ dat abases.
Chumekov P. M, Engel hardt Inst. of Ml ecular Biology, Acadeny of
Science of the USSR, Vavilov St. 32, 117984 Mscow, USSR

2 (bases 1 to 20303)

Chumakov, P. M, Al mazov, V.P. and Jenkins,J.R

Unpubl i shed

3 (bases 1 to 20303)

Futreal ,P. A, Barrett,J.C. and Wseman, R W

An Al u pol ynmorphismintragenic to the TP53 gene

Nucl ei ¢ Acids Res. 19 (24), 6977 (1991)

92107726

P53 is found to bind H V-1 nef (Geenway et al., J. Virol. 69:
1842, 1995).

See al so entries KO03199, ML4690, ML4695, X01405, X02469, M22881-4,
M22887-8, M22894- 8.

See also Mdl. Cell. Biol. 6:1379-1385(1986);

and Mol. Cell. Biol. 7:961-963(1987)

NCBI gi: 35213
Location/ Qualifiers
1..20303
/ or gani snm="Hono sapi ens"
/ strai n="caucasi an"
/ chr onbsone="17p13"
join(843..949,11689..11790, 11906. .11927,12021.. 12299
13055. . 13238, 13320. . 13432, 14000. . 14109, 14452. . 14588,
14681. . 14754, 17572. . 17678, 18599. . 19876)
/ gene="p53"

primtranscript 843..19876

exon

intron

exon

CDS

/ gene="p53"

843..949

/ nunber =1

950..11688

[ nunmber =1

11689..11790

/ nunber =2
join(11717..11790, 11906. . 11927, 12021. . 12299, 13055. . 13238,
13320..13432, 14000. . 14109, 14452. . 14588, 14681. . 14754,
17572..17678, 18599. . 18680)

/ gene="p53"

/ not e="NCBI gi: 35214"

/codon_start=1

/ product ="protein p53"

/ db_xref="Pl D. g35214"

/transl ati on=" MEEPQSDPSVEPPL SQETFSDLWKL L PENNVL SPL PSQAVDDLM
LSPDDI EQAFTEDPGPDEAPRVPEAAPRVAPAPAAPTPAAPAPAPSWPL SSSVPSCKT
YQGSYGFRLGFLHSGTAKSVTCTYSPAL NKMFCQLAKT CPVQLWDSTPPPGTRVRAM
Al YKQSQHMTEVWVRRCPHHERCSDSDGL APPQHL I RVEGNL RVEYL DDRNTFRHSVW
PYEPPEVGSDCTTI HYNYMCNSSCMGGWNRRPI LTI | TLEDSSGNLLGRNSFEVRVCA
CPGRDRRTEEENL RKKGEPHHEL PPGSTKRAL PNNTSSSPQPKKKPLDGEYFTLQ RG
RERFEMFREL NEAL EL KDAQAGKEPGGSRAHSSHL KSKKGQST SRHKKL MFKTEGPDS

D"

1V-19
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erkl

LOCUS
DEFI NI TI ON
ACCESSI ON
REFERENCE
AUTHORS
TITLE
JOURNAL

REFERENCE
AUTHORS
TITLE

JOURNAL

MEDLI NE
COMVENT

FEATURES
source

CDS

HSERK1 1866 bp RNA PRI 06- SEP- 1993
Human ERK1 nRNA for protein serine/threoni ne kinase
X60188
1 (bases 1 to 1866)
Pel ech, S. L.
Di rect Subni ssion
Submitted (23-JUN-1991) to the EMBL/ GenBank/ DDBJ dat abases. S.L
Pel ech, Biomedical Res Centre, 2222 Health Science Hall, Univ of
British Col unbia, Vancouver B C V6T 1Z3, CANADA
2 (bases 1 to 1866)
Charest,D.L., Mrdret, G, Harder, K W, Jirik, F. and Pel ech, S.L
Mol ecul ar cl oni ng, expression, and characterization of the hunman
ni t ogen-activated protein kinase p44erkl
Mol . Cell. Biol. 13 (8), 4679-4690 (1993)
93330262
ERK1, or p44 mapK, a protein involved in intracellular signalling,
binds to H V-1 27 kDa nef but not to 25 kDa nef (G eenway et al.
J. Virol. 69:1842,1995).
NCBI gi: 31220
Location/Qualifiers
1..1866
/ or gani sme" Honp sapi ens”
/tissue_type="Iliver tunor"
/cel |l _type="hepat obl ast ona"
/cell _I'ine="Hep&X"
/cl one_l i b="Hep&X"
/ cl one="p26a- Bet a- 3"
/ chr onpsone="16"
1..1866
/ gene="ERK1"
/ evi dence=experi nent al
73..1212
/ gene="ERK1"
/ not e="NCBI gi: 31221"
/codon_start=1
/ product ="protein serine/threoni ne kinase"
/ db_xref="PI D g31221"
[ transl ati on=" MAAAAAQGGGGCGEPRRTEGVGPGVYPGEVEMVKGQPFDVGPRYTQ
LQYI GEGAYGWSSAYDHVRKTRVAI KKI SPFEHQTYCQRTLREI Q LLRFRHENVI G
| RDI LRASTLEAVMRDVY! VQDLMETDL YKLLKSQQLSNDHI CYFLYQ LRGLKYI HSA
NVLHRDLKPSNLLSNTTCDLKI CDFGLARI ADPEHDHTGFL TEYVATRWRAPEI MLN
SKGYTKSI DI WBVGCI LAEMLSNRPI FPGKHYLDQLNHI LG LGSPSQEDLNCI | NVK
ARNYL QSL PSKTKVAWAKL FPKSDSKAL DLLDRMLTFNPNKRI TVEEALAHPYLEQYY
DPTDEPVAEEPFTFANMEL DDLPKERLKEL | FQETARFQPGVLEAP"
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FEATURES
source

MRNA

CDS

hck

HUMHCKA 2015 bp mRNA PRI 08- NOV- 1994
Humen henopoi etic cell protein-tyrosine kinase (HCK) gene, conplete
cds, clone | anbda-a2/1a.
ML6591
1 (bases 1 to 2015)
Quintrell,N., Lebo,R, Varnus,H , Bishop,J.M, Pettenati,MJ., Le
Beau, MM, Diaz,M O and Row ey, J.D.
Identification of a human gene (HCK) that encodes a
protein-tyrosine kinase and is expressed in henopoietic cells
Mol . Cell. Biol. 7 (6), 2267-2275 (1987)
87257942
Hck is a nenber of the Src family kinases that binds to H V-1 nef
PxxP notifs (SH3 nediated interaction). Hck from U937 cells preci-
pitated by nef (Saksela et al., EMBO J.14: 484, 1995 and EMBO J.
14: 5006, 1995).
NCBI gi: 183911
Location/ Qualifiers
1..2015
/ or gani sme" Hono sapi ens”
<1..2015
/ not e=" HCK nmRNA"
169..1686
/ gene="HCK"
/ map="20ql1-qgl2"
/ note="protein-tyrosi ne kinase; NCBI gi: 306832"
/codon_start=1
/ db_xr ef =" GDB: GQ00- 119- 303"
/ db_xr ef =" Pl D. g306832"
/transl ati on=" MGSMKSKFLQVGGNTFSKTETSASPHCPVYVPDPTSTI KPGPNS
HNSNTPG REAGSEDI | WAL YDYEAI HHEDL SFQKGDQWVL EESGEWNKARSLATR
KEGY! PSNYVARVDSLETEEWFFKG SRKDAERQLLAPGNMLGSFM RDSETTKGSYS
L SVRDYDPRQGDTVKHYKI RTLDNGGFYI SPRSTFSTL QEL VDHYKKGNDGLCQKL SV
PCVESKPQKPWEKDAVEEI PRESL KL EKKL GAGQFGEVWWAT YNKHTKVAVKTMVKPGSM
SVEAFLAEANVIKT L QHDKL VKL HAVWTKEPI YI | TEFMAKGSL L DFLKSDEGSKQPL
PKLI DFSAQ AEGVAFI EQRNYI HRDLRAANI LVSASLVCKI ADFGLARVI EDNEYTA
REGAKFPI KWIAPEAI NFGSFTI KSDVW\SFG LLMEI VTYGRI PYPGVBNPEVI RALE
RGYRMPRPENCPEEL YNI MMRCWKNRPEERPTFEYI QSVLDDFYTATESQYQQQP"
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lyn

LOCUS HUMLYN 2298 bp mRNA PRI 07- JAN- 1995
DEFI NI TION Human |Iyn nRNA encoding a tyrosine kinase.
ACCESSI ON ML6038
SOURCE Hurman cDNA to nRNA.
REFERENCE 1 (bases 1 to 2298)
AUTHORS Yamanashi, Y., Fukushige,S., Senba, K, Sukegawa,J., Myajim,N.,
Mat subar a, K., Yamanoto, T. and Toyoshi ma, K.
TI TLE The yes-related cellular gene |lyn encodes a possible tyrosine
ki nase simlar to p56lck
JOURNAL Mol . Cell. Biol. 7 (1), 237-243 (1987)
MEDLI NE 87172710

COMMVENT Lyn is a nenber of the Src fam |y kinases that binds to nef through
PxxP notifs (SH3-nediated interaction) (Saksela et al., EMBO J. 14
484, 1995).
NCBI gi: 187268
FEATURES Location/ Qualifiers
source 1..2298
/ or gani sm="Hono sapi ens"
CDs 298..1836
/ gene="LYN'

/[ map="8ql3-qter"

/note="lyn tyrosi ne kinase; NCBI gi: 307144"
/codon_start=1

/ db_xr ef =" GDB: Q00- 120- 159"

/ db_xr ef =" PI D: g307144"

[transl ati on="M3Cl KSKGKDSL SDDGVDLKTQPVRNTERTI YVRDPTSNKQQRP
VPESQLL PGQRFQTKDPEEQGDI VWAL YPYDG HPDDL SFKKGEKMKVL EEHGEWAKA
KSLLTKKEGFI PSNYVAKLNTLETEEWFFKDI TRKDAERQLLAPGNSAGAFLI RESET
LKGSFSL SVRDFDPVHGDVI KHYKI RSLDNGGYY! SPRI TFPCI SDM KHYQKQADGL
CRRLEKACI SPKPQKPWDKDAVEI PRESI KL VKRL GAGQFGEVWMGYYNNSTKVAVKT
LKPGTMSVQAFL EEANL MKTLQHDKL VRLYAVWWTREEPI YI | TEYMAKGSLLDFLKSD
EGCKVLLPKLI DFSAQ AEGVAYI ERKNYI HRDL RAANVLVSESLMCKI ADFGLARVI
EDNEYTAREGAKFPI KWTAPEAI NFGCFTI KSDVWABFQ LLYEI VTYGKI PYPGRTNA
DVMTI AL SQGYRMPRVENCPDEL YDI MKMCWKEKAEERPTFDYL QSVLDDFYTATEGQY
0000
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